Sequence Listing 


(i) APPLICANT: 

(A) NAVE: Max-Plar.c'.<-Gesell3cha: t: zur Foerder^.g -er 

Wissenschafter. e.v 
(3) STRIST: ncr.e 
(C) CITY: Berlin 
(Z) COU^JTRY: Gsrnar.y 
(?) POSTAL CC3-:: ncne 

(ii) TIT'jE Or I^^^/E^:TIO^J; Prcceaa for increaair.g yield in plan- 2 

;iii) N'l>IB£R or SZQ'JZKCZS: : 

1 

(iv) C0M?VT2:R REAOAB:.! ?0KM: 

(AT MZDIl;^! TYPZ: "Icppy disk 

(3) COMPUiZR: IBM ?C cor^.pacibie 

(C] CPZR-ATING SYSTZ.^: PC-TOS/MSOOS 

01 50PTWA.RZ: Parentin Release ^1.0, Versicn f;1.3C {EPAl 

(2) IMrOPMATION rOR 5ZQ ID NO: li 

(1) SEQUZNCZ CHlA'ACTZ?.:SiIC3 : 

(A) LZNGTH: 1133 base pairs 
O; TYPZ: nucleotide 
{c; 3TRANDS3N£>S: dcuble 
(0) TOPOLOGY: linear 

(ii) MOLZCLTZ TYPZ: Genomic ONA 

(ill J HYPOTHETICAL: NO 

(iv) ANTISZNSZ: KC 

(vi) CPIGINAl SOjRCZ: 

(A' 0RGAMI3J<: Agrcbacteriurr. rhizcgenes 


[x\) szTuz:::z oiscription: szq id no: i: 

A\TTCGATAC GAVJ^^^GGCA AGTGCCAGGG CCATTTAAAA TACGGCGTCG GAAACTGGCG 50 

CCAATCAGAC ACAGTCTCTG GTCGGGAA.\G CCAGAGGTAG TTTGGCAACA ATCACATCAA 12 3 

GATCGATGCG CAAGACACGG GAGGCCTTAA AATCTGGATC AAGCGAAAAT ACTGC^TGCG 19 3 

TGATCGTTCA TGGGTTCATA GTACTGGGTT TGCTTTTTCT TGTCGTGTTG TTTGGCCTTA 24 3 

GCGA-:^GGAT GTCAAAAAAG GATGCCCATA ATTGGGAGGA GTGGGC-TAAA GCTTAAAGTT 22: 

GGCCCGCTAT TGGATTTCGC GAAAGCGGCA TTGGCAAACG TGAAGATTGC TGCATTCAAG 3=3 

ATACTTTTTC TATTTTCTGG TTAAGATGTA AAGTATTGCC ACAATCATAT TAATTACTAA 42 3 

CATTGTATAT GTAATATAGT GCGGAAATTA TCTATGCCAA AATGATGTAT TAATAATAGC 4 30 


22 


AAT^ATAATA TGTGTTAATC T CAAT" rrr-i— 

t-....A^X. GGG^^.^CGT T-J^GCGAir ATCGTGTT3A 

ATAAAT-ATT CCAAA.AGGAA ATACA-GG-t r«-S'-r. 

...G....A„.c TGCTATAGAT ATATGCCAAA 

TTTACAGXAG XTTAGTGGGT GC^CTAT XATCrCTGrT rCTGAGrTTA AXAAAAAAXA 
AATAAGCAGG GCGAATAGCA GTTAGCCIAA GAAGGAAXGG XGGGCAXGXA CGXGCrTTXA 

AGAGACCCTA XAATAAAXXG CCAG-^Gr-— -r-—- 

t-.AG..G,.-. XG...X-.GXG CCGACAGGCC XAACGXGGGG 

TTTAGCXXGA CAAAGXAGGG CCXXXGCGCA GGATAAATAA AGGXAGGCGG GTGCGXCCCA 
TTAXT.^GG AAA..AGGAAA AGCXGAGAXX CCATAGAGCA CAAACCACCA TTATTGGAGG 
ACACAACCXA XXCCCXCACG TGGGXCGCTA GCXXTAA.AGC XA..XAAGT.:u AAACAATXAA 
AAGCAGGCAG GTGXCCCXXC XATATTCCCA CAACGAGGCG ACGTGGAGCA XCGACAGCCG 
CAXCCATTA.A XXAAXA.AXT XGXGGACCTA XACCXAACTC AAAXATTTXX AXXATTTGCX 
CCA..XACGCT AAGAGCXCXG GAXTAXAAAX AGXXXGGAXG CTTCGAGXXA XGGGGXAC 


543 
SCO 
5 50 
72 0 
730 
340 
30C 
950 
1020 
1080 


